The Goodman-Kruskal coefficient and its applications in genetic diagnosis of cancer.
Increasing interest in new pattern recognition methods has been motivated by bioinformatics research. The analysis of gene expression data originated from microarrays constitutes an important application area for classification algorithms and illustrates the need for identifying important predictors. We show that the Goodman-Kruskal coefficient can be used for constructing minimal classifiers for tabular data, and we give an algorithm that can construct such classifiers.